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Table 1(XLS 26.5 KB)

Table 2(XLS 28 KB)

Table 3(XLS 34.5 KB)

AP

:   appearance probability

BiFC

:   biomolecular fluorescence complementation

BIND

:   Biomolecular Interaction Network Database

DIP

:   Database of Interacting Proteins

DPI

:   dual polarization interferometry

FN

:   false negatives

FP

:   false positives

FPR

:   false positive rate

FRET

:   fluorescence resonance energy transfer

HMMs

:   hidden Markov models

IgG

:   Immunoglobulin G

IntAct

:   open source molecular interaction database

MINT

:   Molecular Interactions Database

MIPS

:   Mammalian Protein-Protein Interaction Database

PID

:   interacting domain pairs

PPI

:   protein-protein interactions

RBF

:   radial basis function

ROC

:   receiver operator curve

SVM

:   support vector machine

TAP

:   tandem affinity purification

TN

:   true negatives

TP

:   true positives

TPR

:   true positive rate
